
Lonicera macranthoides MH579750
Lonicera macranthoides NC_040959
Lonicera macranthoides MW493344
Lonicera hypoglauca NC_054350
Lonicera similis NC_060471
Lonicera pampaninii MZ241298

Lonicera affinis AB937140
Lonicera affinis AB937191
Lonicera affinis LC781527
Lonicera affinis LC781528

Lonicera affinis AB937152
Lonicera affinis AB937192

Lonicera japonica KJ170923
Lonicera japonica MZ779026

Lonicera japonica NC_026839
Lonicera similis MZ241297

Lonicera japonica AB937142
Lonicera japonica EU265551

Lonicera japonica AB937194
Lonicera confusa MN524602
Lonicera confusa MW795591
Lonicera confusa NC_045045
Lonicera japonica AB937160

Lonicera japonica AB937156
Lonicera japonica AB937164
Lonicera japonica MH028738
Lonicera fulvotomentosa MW795592

Lonicera crassifolia NC_060585
Lonicera acuminata MZ901373

Lonicera ligustrina NC_067811
Lonicera angustifolia var. myrtillus MK970580

Lonicera angustifolia var. myrtillus OP388439
Lonicera szechuanica OP388441
Lonicera nervosa NC_040961
Lonicera rupicola var. syringantha OL839915 
Lonicera nervosa MK176510

Lonicera modesta var. lushanensis OM141002
Lonicera hispida MN524605 

Lonicera oblata NC_064932
Lonicera sachalinensis NC_039637
Lonicera insularis MH028739
Lonicera sachalinensis MH028742
Lonicera ruprechtiana NC_056986
Lonicera tatarica NC_059719
Lonicera insularis NC_039634

Lonicera maackii MN256451
Lonicera maackii MH028741
Lonicera maackii MW784237
Lonicera maackii NC_039636

Lonicera chrysantha MW242826
Lonicera gynochlamydea OL457164
Lonicera gynochlamydea NC_064373

Lonicera periclymenum ON641327
Lonicera periclymenum NC_066027
Lonicera ×heckrottii NC_058732

Lonicera tragophylla MG738667
Lonicera tragophylla NC_037953
Lonicera ferdinandi NC_040963
Lonicera ferdinandi MK176512
Lonicera ferdinandi MN524604

Lonicera vesicaria NC_039638
Lonicera vesicaria MH028743

Lonicera ferdinandi MW242825
Lonicera calcarata MN524650
Lonicera calcarata NC_045064

Lonicera stephanocarpa NC_037954

Lonicera tangutica MZ962399
Lonicera tangutica OP388442

Lonicera angustifolia var. myrtillus OP388440
Lonicera tatarinowii MN524606

Lonicera fragrantissima var. lancifolia MG738669 
Lonicera fragrantissima NC_058578

Lonicera elisae MN524603
Lonicera hispida MK176511
Lonicera stephanocarpa MG738668

Lonicera hispida NC_040962
Lonicera praeflorens MH028740
Lonicera praeflorens NC_039635

Lonicera caerulea var. edulis OP345475
Leycesteria formosa MW784235
Leycesteria formosa NC_057000

Symphoricarpos sinensis NC_054265
Symphoricarpos orbiculatus NC_047443
Symphoricarpos orbiculatus MK970589
Symphoricarpos orbiculatus MW788535
Triosteum pinnatifidum MW788536
Triosteum pinnatifidum MG738666
Triosteum pinnatifidum NC_037952

Triosteum himalayanum NC_045219
Triosteum himalayanum MN551173

Triosteum sinuatum NC_068129
Heptacodium miconioides NC_042739
Heptacodium miconioides MW788533
Heptacodium miconioides MH712480  

Zabelia coreana MN524629  
Zabelia biflora NC_045063

Zabelia tyaihyoni MN524634
Kolkwitzia amabilis MN524647
Kolkwitzia amabilis MN524646
Kolkwitzia amabilis NC_029874
Kolkwitzia amabilis KT966716
Kolkwitzia amabilis MW784234

Abelia forrestii MN524636
Weigela florida MN524626
Weigela japonica MK397907
Weigela florida MW788539
Weigela japonica NC_040937 
Weigela florida NC_037950
Weigela florida MG738664

Diervilla sessilifolia NC_064360
Diervilla sessilifolia MW770865 
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Supplemental Fig. S2. Phylogenetic tree of the family Caprifoliaceae based on nucleotide sequences of the chloroplast atpB-rbcL region, depicted by RAxML-NG version 1.2.0.  The evolutionary history was inferred by using the maximum likelihood (ML) method based 
on the TVM + I + Γ model.  Accession numbers were listed behind each name.   Statistical support values more than 50 % obtained by RAxML-NG for bootstrap probabilities (BP) with 10,000 replicates are shown next to the branches.  The tree is drawn to scale, with 
branch lengths measured in the number of substitutions per site.  The root is arbitrarily placed on the branch leading to the clade which includes species of the subfamily Diervilliodeae, following Lee et al. (2021) and Wang et al. (2020).
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